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. . e " . . Representative images are shown for ESR1 negative cell lines BT20 and UACC812 and » ER mRNA and ER protein measured by AQUA have a non-
tients still recur, |nd|c§tlng a need for additional predictive bi positive cell lines ZR75-1, MCF7 and MDA-MB-361 with the corresponding UbC positive linear relationshi
omarkers for endocrine therapy [1] Assessment of mRNA -‘\ NP control, DapB negative control, and tumor mask generated using cytokeratin. (D) Reproduc- P
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